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sequence repeats and proteome analysis. Annals of Applied Biology
(doi:10.1111/j.1744-7348.2007.00201.X)

Cancer:

+ Rastgar-Jazii, F., Najafi, Z., Malekzadeh, R., Conrads, T.P.,
Ziaee, A.A., Abnet, C., Yazdznbod, M., Karkhane, A.A., Salekdeh,
G.H., 2006. Identifi cation of squamous cell carcinoma associated
proteins by proteomics and loss of beta tropomyosin expression in
esophageal cancer. World J Gastroenterology 12: 7104-7112

Organelle Proteomics:
+ Nohzadeh Malekshah, S., Habibi Rezaei, M., Heidari, M.,
Salekdeh, GH., 2007. Proteomics reveals new salt responsive proteins
associated to rice plasma. Biosci., Biotechno. Biochem. 71: 2144-54.

Bioinformatics:

4+ Sayed-Amir Marashi, Mehdi Kargar, Ali Katanforoush, Hassan
Abolhassani and Mehdi Sadeghi (2007) Evolution of ‘Ligand-
Diffusion Chreods’ on Protein-Surface Models:A Genetic Algorithm
Study, Chemistry and Biodiversity, vol 4, 2766-2771

+ Shahriar Arab, Farzad Didehvar, Changiz Eslahchi, Mehdi
Sadeghi (2007) Helix segment assignment in proteins using fuzzy
logic , Iranian Journal of Biotechnology, Vol. 5, 93-99

+ Roghayeh Zarei, Shahriar Arab and Mehdi Sadeghi (2007) A
Method for Protein Accessibility Prediction based on Residue Types
and Conformational States, Computational Biology and
Chemistry, Vol. 31, 384-388

+ Narges Kh. Tafreshi, Saman Hosseinkhani, Majid Sadeghizadeh,
Mehdi Sadeghi, Bijan Ranjbar and Hossein Naderi-Manesh (2007)
"The Influence of Insertion of a Critical Residue (Arg356) in Structure
and Bioluminescence Spectra of Firefly Luciferase”, The Journal of
Biological Chemistry, Vol. 282, No. 12, pp. 8641-8647,

4+ Mehdi Sadeghi, Hossein Naderi-Manesh, mahbobeh Zarrabi and
Bijan Ranjbar (2006) "Effective factors in thermostability of
thermophilic proteins", Biophysical Chemistry, 119: 256-270

Animal Proteomics:

+ Keyvanshokooh, S., Vaziri, B., Proteome analysis of Persian
sturgeon (Acipenser persicus) ova. 2007. Animal Reproduction
Science. (in press)
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Stem Cell:

+ Baharvand, H., Fathi, A., Gourbai, H., Mollamohammadi, S.,
Salekdeh Gh. 2008. Identification of mouse embryonic stem cell-
associated proteins. Journal of Proteome Research, 7(1):412-23

+ Baharvand H, Heidari, M., Ebrahimi, M., Valadbeigi, T., Salekdeh,
GH., 2007. Proteomic analysis of epithelium-denuded human amniotic
membrane as limbal stem cell niche. Molecular Vision, 13:1711-1721.

4+ Baharvand, H., Fathi, A., van Hoof, D., Salekdeh GH. 2007.
Trends in Stem Cell Proteomics. Stem Cells. 25:1888-1903

+ Baharvand H, Hajheidari M, Zonouzi R, Ashtiani SK,
Hosseinkhani S, Salekdeh GH. 2006. Comparative proteomic analysis
of mouse embryonic stem cells and neonatal-derived cardiomyocytes.
Biochem Biophys Res Commun. 349: 1041-1049.

4+ Baharvand, H., Hajheidari, M., Kazemi-Ashtiani S., Hosseini
Salekdeh Gh., 2006. Proteomic Signature of Human Embryonic Stem
Cells. Proteomics , 6: 3544-9.

Technology:

4+ Rahimpour, M., Soheili, M., Eslami, N., Fayaz, A., Sardari, S.,
Vaziri, B., 2007. Carrier Ampholyte Isoelectric Focusing

Based Two-Dimensional Electrophoresis in Preliminary Screening of
Differential Proteomics Analysis. Chromatographia, 66, 133-136

4+ Vaziri, B., Rahimpour, M., Eslami, N., Fayaz, A., Rahimian, H.,
2006. RP-HPLC prefractination and its application in vitro expressional
proteomics analysis of an in vitro viral infection model. J.Sep.Sci, 29 ,
2284-2291.

Plant Proteomics:

4+ Hajheidari, M., Eivazi, A., Buchanan, BB., Wong, JH., Majidi, I.,
Salekdeh, GH., 2007, Proteomics uncovers a role for redox in drought
tolerance in wheat. Journal of Proteome Research , 6: 1451-1460.

+ Gazanchian, A., Hajheidari, M., Khosh kholgh Sima, NA.,
Hosseini  Salekdeh, GH., 2007. Proteome response of Elymus
elongatum to severe water stress and recovery. Journal of Experimental
Botany. 58: 291-300.

+ Dadashi, A., Askari, H., Mayer-Posner, JM., Ziaei, A., Hosseini
Salekdeh, G., 2006 Proteome profiling of rice young panicle response to
salinity. Proteomics, 6, 6498-507

+ Salekdeh, GH., Komatsu, S., 2007. Crop proteomics: aim at
sustainable agriculture of tomorrow. Proteomics, 7: 2976-2996.

+ Eivazi, A.R., Naghavi, M.R., Hajheidari, M., Pirseyedi, S.M.,
Ghaffari, M.R., Mohammadi, S.A., Majidi, I., Salekdeh, G.H., Mardi,
M. 2007. Assessing wheat (Triticum aestivum L.) genetic diversity
using quality traits, amplified fragment length polymorphisms, simple
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